In Salmonella typhimurium, the order of the deo genes with respect to the serB locus has been determined as deoC-deoA-deoB-deoD-serB-thr.
In Salmonella typhimurium, four enzymes involved in ribonucleoside and deoxyribonucleoside catabolism, thymidine phosphorylase (EC 2.4.2.4.), phosphodeoxyribomutase, deoxyribose-5-phosphate aldolase (EC 4.1.2.4.), and purine nucleoside phosphorylase (EC 2.4.2.1.), are coded for by four closely linked structural genes, deoA, deoB, deoC, and deoD, respectively (5). Previously, we (5) reported that the genetic order of these genes in Salmonella is deoC-deoA-deoB-deoD and is identical to that found in Escherichia coli (1, 3, 4) . Two of the genes, deoC and deoB, in P22 transduction studies, show a 5% linkage to the serB locus but are unlinked to the thr locus (5, 6) . Possible orders of the genes could be deoC-deoD-serB or deoD-deoC-serB. We report here the ordering of the deoC and deoD genes with respect to serB.
Three-factor crosses were performed as described in Table 1 . In cross A, P22 phage were grown on wild-type S. typhimurium LT-2 (deoC+, deoD+, serB+) and used to infect a recipient which was deoC-, deoD-, serB-. Serine-positive transductants were selected and then tested for the deoC and deoD markers. The serB marker was co-transduced 9% of the time with deoD and 3% of the time with deoC. When the deoC+ serB+ transductants were tested, 95% were also deoD+. However, only 30% of the deoD+ serB+ colonies carried the deoC+ marker. Assuming that four crossovers occur less frequently than two, the high percentage of deoC+ serB+ transductants carrying the deoD+ marker suggests that the genetic order is deoC-deoD-serB.
To confirm this order, the second cross described in Table 1 
